SEQUENCE LISTING 



<110> Rickett, Graham A 
Dobbs, Susan 
Perros, Manoussos 



<120> Assay Method 

<130> PC10348APME 

<140> 
<141> 

<150> GB 0000661.9 
<151> 2000-01-12 

<150> GB 0000663.5 
<151> 2000-01-12 

<150> GB 0000659.3 
<151> 2000-01-12 

<160> 6 

<170> Patentln Ver. 2,1 

<210> 1 

<211> 1477 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> misc_f eature 

<222> 1377, 1384, 1385 

<223> n is a or g or c or t/u 

<400> 1 

gggaagctag cagcaaacct 60 
gttaattcaa tgtagacatc 120 
tgcattcatg gagggcaact 180 
atgcacaggg tggaacaaga 240 
ttatacatcg gagccctgcc 300 
tccgctctac tcactggtgt 360 
cctgataaac tgcaaaaggc 420 
ctctgacctg tttttccttc 480 
ggactttgga aatacaatgt 540 
tggaatcttc ttcatcatcc 600 
gtttgcttta aaagccagga 660 
ggtggctgtg tttgcgtctc 720 
tcattacacc tgcagctctc 780 
gacattaaag atagtcatct 840 
ctcgggaatc ctaaaaactc 900 
gaggcttatc ttcaccatca 960 
ccttctcctg aacaccttcc 1020 
gttggaccaa gctatgcagg 1080 
catcatctat gcctttgtcg 1140 



EXPRESS MAIL NO. BJXSMXIBUS 



gaattccccc 
tcccttcact 
tatgtaggca 
aaatacattc 
tggattatca 
aaaaaatcaa 
tcatctttgg 
tgaagagcat 
ttactgtccc 
gtcaactctt 
tcctgacaat 
cggtcacctt 
tcccaggaat 
attttccata 
tggggctggt 
tgcttcggtg 
tgattgttta 
aggaattctt 
tgacagagac 



aacagagcca 
acaaaacttc 
attaaaaacc 
taggacttta 
agtgtcaagt 
tgtgaagcaa 
ttttgtgggc 
gactgacatc 
cttctgggct 
gacagggctc 
cgataggtac 
tggggtggtg 
catctttacc 
cagtcagtat 
cctgccgctg 
tcgaaatgag 
ttttctcttc 
tggcctgaat 
tcttgggatg 



agctctccat 
attgcttggc 
tattgatgta 
taaaagatca 
ccaatctatg 
atcgcagccc 
aacatgctgg 
tacctgctca 
cactatgctg 
tattttatag 
ctggctgtcg 
acaagtgtga 
agatctcaaa 
caattctgga 
cttgtcatgg 
aagaagaggc 
tgggctccct 
aattgcagta 
acgcactgct 



ctagtggaca 
caaaaagaga 
taaaacagtt 
ctttttattt 
acatcaatta 
gcctcctgcc 
tcatcctcat 
acctggccat 
ccgcccagtg 
gcttcttctc 
tccatgctgt 
tcacttgggt 
aagaaggtct 
agaatttcca 
tcatctgcta 
acagggctgt 
acaacattgt 
gctctaacag 
gcatcaaccc 



gggagaagtt cagaaactac ctcttagtct tcttccaaaa gcacattgcc aaacgcttct 1200 

gcaaatgctg ttctattttc cagcaagagg ctcccgagcg agcaagctca gtttacaccc 1260 

gatccactgg ggagcaggaa atatctgtgg gcttgtgaca cggactcaag tgggctggtg 1320 

acccagtcag agttgtgcac atggcttagt tttcatacac agcctgggct gggggtnggt 1380 

tggnngaggt cttttttaaa aggaagttac tgttatagag ggtctaagat tcatccattt 1440 

atttggcatc tgtttaaagt agattagatc cgaattc 1477 



<210> 2 
<211> 352 
<212> PRT 

<213> Homo sapiens 
<400> 2 

Met Asp Tyr Gin Val Ser Ser Pro lie Tyr Asp lie Asn Tyr Tyr Thr 
15 10 15 

Ser Glu Pro Cys Gin Lys lie Asn Val Lys Gin lie Ala Ala Arg Leu 
20 25 30 

Leu Pro Pro Leu Tyr Ser Leu Val Phe lie Phe Gly Phe Val Gly Asn 
35 40 45 

Met Leu Val lie Leu lie Leu lie Asn Cys Lys Arg Leu Lys Ser Met 
50 55 60 

Thr Asp He Tyr Leu Leu Asn Leu Ala He Ser Asp Leu Phe Phe Leu 
65 70 75 80 

Leu Thr Val Pro Phe Trp Ala His Tyr Ala Ala Ala Gin Trp Asp Phe 
85 90 95 

Gly Asn Thr Met Cys Gin Leu Leu Thr Gly Leu Tyr Phe He Gly Phe 
100 105 110 

Phe Ser Gly He Phe Phe He He Leu Leu Thr He Asp Arg Tyr Leu 
115 120 125 

Ala Val Val His Ala Val Phe Ala Leu Lys Ala Arg Thr Val Thr Phe 
130 135 140 

Gly Val Val Thr Ser Val lie Thr Trp Val Val Ala Val Phe Ala Ser 
145 150 155 160 

Leu Pro Gly He He Phe Thr Arg Ser Gin Lys Glu Gly Leu His Tyr 
165 170 175 

Thr Cys Ser Ser His Phe Pro Tyr Ser Gin Tyr Gin Phe Trp Lys Asn 
180 185 190 

Phe Gin Thr Leu Lys He Val He Leu Gly Leu Val Leu Pro Leu Leu 
195 200 205 

Val Met Val He Cys Tyr Ser Gly He Leu Lys Thr Leu Leu Arg Cys 
210 215 220 



Arg Asn Glu Lys Lys Arg His Arg Ala Val Arg Leu He Phe Thr He 



225 

Met lie Val Tyr 



230 

Phe Leu Phe 
245 



235 

Trp Ala Pro Tyr 
250 



240 

Asn lie Val Leu Leu 
255 



Leu Asn 



Thr Phe 
260 



Gin Glu Phe 



Phe Gly Leu Asn 

265 



Asn Cys Ser Ser Ser 
270 



Asn Arg 



Leu Asp 
275 



His Cys 
290 



Cys lie 
Tyr Leu 
HCys Lys Cys Cys 



Arg Asn 
1305 



Gin Ala Met 



Asn Pro lie 
295 

Leu Val Phe 
310 

Ser lie Phe 
325 



Gin Val Thr Glu 

280 

lie Tyr Ala Phe 



Phe Gin Lys His 
315 

Gin Gin Glu Ala 
330 



Thr Leu Gly Met Thr 
285 

Val Gly Glu Lys Phe 
300 

lie Ala Lys Arg Phe 
320 

Pro Glu Arg Ala Ser 
335 



^Ser Val 



Tyr Thr 
340 



Arg Ser Thr 



Gly Glu Gin Glu 
345 



lie Ser Val Gly Leu 
350 



; <210> 3 
g<211> 1512 
f<212> DNA 

~<213> Human immunodeficiency virus type 1 



<400> 3 

atggatgcaa 

tcggctagcg 

gcaaccacca 

gtttgggcca 

aatgtgacag 

ataatcagtt 

actttaaatt 

agtagcaggg 

aacataagag 

atagataata 

caggcctgtc 

tttgcgattc 

agcacagtac 

ggcagtctag 

accataatag 

acaagaaaaa 

ggagatataa 

aagatagtta 

tcaggagggg 

tgtaattcaa 

gtagaaaata 

aaagtaggaa 

attacagggc 

agacctggag 



tgaagagagg 
tagaaaattt 
ctctattttg 
cacatgcctg 
aaaattttaa 
tatgggatca 
gcactgattt 
aaatgatggg 
gtaaggtgca 
atagtaataa 
caaagatatc 
taaagtgtaa 
aatgtacaca 
cagaagaaga 
tacagctgaa 
gtatacatat 
gacaagcaca 
taaaattaag 
acccagaaat 
cacaactgtt 
acacaatcac 
gagcaatgta 
tgctattaac 
gaggagatat 



gctctgctgt 
gtgggtcaca 
tgcatcagat 
tgtacccaca 
catgtggaaa 
aagcctaaag 
gaggaatgct 
gggaggagaa 
gaaagaatat 
tagatatagg 
ctttgagcca 
agataagaag 
tgggattagg 
ggtagtaatt 
tgaatctgta 
aggaccaggc 
ttgtaacctt 
agaacaattt 
tgtgacgcac 
taatagtact 
actcccatgc 
tgcccctccc 
aagagatggt 
gagggacaat 



gtgctgctgc 
gtttattatg 
gctaaagcat 
gaccccaacc 
aataacatgg 
ccatgtgtaa 
actaatggga 
atgaaaaatt 
gcactttttt 
ttgataagtt 
attcccatac 
ttcaatggaa 
ccagtagtat 
agatccgaaa 
gaaattaatt 
agagcattat 
agtagagcaa 
gggaataaaa 
agttttaatt 
tggaatgtta 
agaataaaac 
atcagaggac 
ggtcccgagg 
tggagaagtg 



tgtgtggagc 
gggtacctgt 
atgatacaga 
cacaagaagt 
tagaacagat 
aattaactcc 
atgacactaa 
gctctttcaa 
atgaacttga 
gtaacacctc 
attattgtgc 
aaggaccatg 
caactcaact 
atttcgcgga 
gtacaagacc 
atacaacagg 
aatggaatga 
caatagtctt 
gtggagggga 
ctgaagagtc 
aaattataaa 
aaattagatg 
ccaacaagac 
aattatataa 



agtcttcgtt 
gtggaaagaa 
ggtacataat 
agaattggaa 
gcatgaggat 
actctgtgtt 
taccactagt 
aatcaccaca 
tatagtacca 
agtcattaca 
cccggctggt 
ttcaaatgtc 
gctgttaaat 
caatgctaaa 
caacaacaat 
agaaataata 
cactttaaat 
taagcattcc 
atttttctac 
aaataacact 
catgtggcag 
ttcatcaaat 
cgaggtcttc 
atataaagta 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1200 

1260 

1320 

1380 

1440 



gtaaaaattg aaccattagg agtagcaccc accaaggcaa agagaagagt ggtgcagaga 1500 
gaaaaaagat aa 1512 



<210> 4 
<211> 503 
<212> PRT 

<213> Human immunodeficiency virus type 1 
<400> 4 

Met Asp Ala Met Lys Arg Gly Leu Cys Cys Val Leu Leu Leu Cys Gly 
15 10 15 

Ala Val Phe Val Ser Ala Ser Val Glu Asn Leu Trp Val Thr Val Tyr 
20 25 30 

|Tyr Gly Val Pro Val Trp Lys Glu Ala Thr Thr Thr Leu Phe Cys Ala 
J 35 40 45 

jSer Asp Ala Lys Ala Tyr Asp Thr Glu Val His Asn Val Trp Ala Thr 

Z 50 55 60 

iHis Ala Cys Val Pro Thr Asp Pro Asn Pro Gin Glu Val Glu Leu Glu 

; 65 70 75 80 

-»iAsn Val Thr Glu Asn Phe Asn Met Trp Lys Asn Asn Met Val Glu Gin 

85 90 95 

"jMet His Glu Asp lie lie Ser Leu Trp Asp Gin Ser Leu Lys Pro Cys 
t_ 100 105 110 

Val Lys Leu Thr Pro Leu Cys Val Thr Leu Asn Cys Thr Asp Leu Arg 
115 120 125 

Asn Ala Thr Asn Gly Asn Asp Thr Asn Thr Thr Ser Ser Ser Arg Glu 
130 135 140 

Met Met Gly Gly Gly Glu Met Lys Asn Cys Ser Phe Lys lie Thr Thr 
145 150 155 160 

Asn lie Arg Gly Lys Val Gin Lys Glu Tyr Ala Leu Phe Tyr Glu Leu 
165 170 175 

Asp lie Val Pro lie Asp Asn Asn Ser Asn Asn Arg Tyr Arg Leu lie 
180 185 190 

Ser Cys Asn Thr Ser Val lie Thr Gin Ala Cys Pro Lys lie Ser Phe 
195 200 205 

Glu Pro lie Pro lie His Tyr Cys Ala Pro Ala Gly Phe Ala He Leu 
210 215 220 

Lys Cys Lys Asp Lys Lys Phe Asn Gly Lys Gly Pro Cys Ser Asn Val 
225 230 235 240 

Ser Thr Val Gin Cys Thr His Gly He Arg Pro Val Val Ser Thr Gin 
245 250 255 



Leu Leu Leu Asn Gly Ser Leu Ala Glu Glu Glu Val Val lie Arg Ser 
260 265 270 

Glu Asn Phe Ala Asp Asn Ala Lys Thr lie lie Val Gin Leu Asn Glu 
275 280 285 

Ser Val Glu lie Asn Cys Thr Arg Pro Asn Asn Asn Thr Arg Lys Ser 
290 295 300 

lie His lie Gly Pro Gly Arg Ala Leu Tyr Thr Thr Gly Glu lie lie 
305 310 315 320 

Gly Asp lie Arg Gin Ala His Cys Asn Leu Ser Arg Ala Lys Trp Asn 
325 330 335 

3&sp Thr Leu Asn Lys lie Val lie Lys Leu Arg Glu Gin Phe Gly Asn 
,j 340 345 350 

fiys Thr lie Val Phe Lys His Ser Ser Gly Gly Asp Pro Glu lie Val 
S 355 360 365 

^Thr His Ser Phe Asn Cys Gly Gly Glu Phe Phe Tyr Cys Asn Ser Thr 

* 370 375 380 

□Gin Leu Phe Asn Ser Thr Trp Asn Val Thr Glu Glu Ser Asn Asn Thr 

«385 390 395 400 

IjVal Glu Asn Asn Thr lie Thr Leu Pro Cys Arg lie Lys Gin lie lie 
■* 405 410 415 

"'Asn Met Trp Gin Lys Val Gly Arg Ala Met Tyr Ala Pro Pro lie Arg 
420 425 430 

Gly Gin lie Arg Cys Ser Ser Asn lie Thr Gly Leu Leu Leu Thr Arg 
435 440 445 

Asp Gly Gly Pro Glu Ala Asn Lys Thr Glu Val Phe Arg Pro Gly Gly 
450 455 460 

Gly Asp Met Arg Asp Asn Trp Arg Ser Glu Leu Tyr Lys Tyr Lys Val 
465 470 475 480 

Val Lys lie Glu Pro Leu Gly Val Ala Pro Thr Lys Ala Lys Arg Arg 
485 490 495 



Val Val Gin Arg Glu Lys Arg 
500 



<210> 5 

<211> 1113 

<212> DNA 

<213> Homo sapiens 

<400> 5 

aagaaagtgg tgctgggcaa aaaaggggat acagtggaac tgacctgtac agcttcccag 



aagaagagca tacaattcca ctggaaaaac tccaaccaga taaagattct gggaaatcag 120 

ggctccttct taactaaagg tccatccaag ctgaatgatc gcgctgactc aagaagaagc 180 

ctttgggacc aaggaaactt ccccctgatc atcaagaatc ttaagataga agactcagat 240 

acttacatct gtgaagtgga ggaccagaag gaggaggtgc aattgctagt gttcggattg 300 

actgccaact ctgacaccca cctgcttcag gggcagagcc tgaccctgac cttggagagc 360 

ccccctggta gtagcccctc agtgcaatgt aggagtccaa ggggtaaaaa catacagggg 420 

gggaagaccc tctccgtgtc tcagctggag ctccaggata gtggcacctg gacatgcact 480 

gtcttgcaga accagaagaa ggtggagttc aaaatagaca tcgtggtgct agctttccag 540 

aaggcctcca gcatagtcta taagaaagag ggggaacagg tggagttctc cttcccactc 600 

gcctttacag ttgaaaagct gacgggcagt ggcgagctgt ggtggcaggc ggagagggct 660 

tcctcctcca agtcttggat cacctttgac ctgaagaaca aggaagtgtc tgtaaaacgg 720 

gttacccagg accctaagct ccagatgggc aagaagctcc cgctccacct caccctgccc 780 

caggccttgc ctcagtatgc tggctctgga aacctcaccc tggcccttga agcgaaaaca 840 

ggaaagttgc atcaggaagt gaacctggtg gtgatgagag ccactcagct ccagaaaaat 900 

^ttgacctgtg aggtgtgggg acccacctcc cctaagctga tgctgagctt gaaactggag 960 

Jaacaaggagg caaaggtctc gaagcgggag aaggcggtgt gggtgctgaa ccctgaggcg 1020 

jgggatgtggc agtgtctgct gagtgactcg ggacaggtcc tgctggaatc caacatcaag 1080 

Jgttctgccca catggtccac cccggttcat taa 1113 



1<210> 6 

;<211> 370 

"7<212> PRT 

~<213> Homo sapiens 

5<400> 6 

-Lys Lys Val Val Leu Gly Lys Lys Gly Asp Thr Val Glu Leu Thr Cys 
^ 1 5 10 15 

iThr Ala Ser Gin Lys Lys Ser lie Gin Phe His Trp Lys Asn Ser Asn 
I 20 25 30 

Gin lie Lys lie Leu Gly Asn Gin Gly Ser Phe Leu Thr Lys Gly Pro 
35 40 45 

Ser Lys Leu Asn Asp Arg Ala Asp Ser Arg Arg Ser Leu Trp Asp Gin 
50 55 60 

Gly Asn Phe Pro Leu lie lie Lys Asn Leu Lys lie Glu Asp Ser Asp 
65 70 75 80 

Thr Tyr lie Cys Glu Val Glu Asp Gin Lys Glu Glu Val Gin Leu Leu 
85 90 95 

Val Phe Gly Leu Thr Ala Asn Ser Asp Thr His Leu Leu Gin Gly Gin 
100 105 110 

Ser Leu Thr Leu Thr Leu Glu Ser Pro Pro Gly Ser Ser Pro Ser Val 
115 120 125 

Gin Cys Arg Ser Pro Arg Gly Lys Asn He Gin Gly Gly Lys Thr Leu 
130 135 140 

Ser Val Ser Gin Leu Glu Leu Gin Asp Ser Gly Thr Trp Thr Cys Thr 
145 150 155 160 



Val Leu Gin Asn Gin Lys Lys Val Glu Phe Lys He Asp Tie Val Val 



165 



170 



175 



Leu Ala Phe Gin Lys Ala Ser Ser lie Val Tyr Lys Lys Glu Gly Glu 
180 185 190 

Gin Val Glu Phe Ser Phe Pro Leu Ala Phe Thr Val Glu Lys Leu Thr 
195 200 205 

Gly Ser Gly Glu Leu Trp Trp Gin Ala Glu Arg Ala Ser Ser Ser Lys 
210 215 220 

Ser Trp lie Thr Phe Asp Leu Lys Asn Lys Glu Val Ser Val Lys Arg 
225 230 235 240 

Val Thr Gin Asp Pro Lys Leu Gin Met Gly Lys Lys Leu Pro Leu His 
245 250 255 

=Leu Thr Leu Pro Gin Ala Leu Pro Gin Tyr Ala Gly Ser Gly Asn Leu 
260 265 270 

Thr Leu Ala Leu Glu Ala Lys Thr Gly Lys Leu His Gin Glu Val Asn 
275 280 285 

; Leu Val Val Met Arg Ala Thr Gin Leu Gin Lys Asn Leu Thr Cys Glu 
290 295 300 

Val Trp Gly Pro Thr Ser Pro Lys Leu Met Leu Ser Leu Lys Leu Glu 
,305 310 315 320 

..Asn Lys Glu Ala Lys Val Ser Lys Arg Glu Lys Ala Val Trp Val Leu 
325 330 335 

Asn Pro Glu Ala Gly Met Trp Gin Cys Leu Leu Ser Asp Ser Gly Gin 
340 345 350 

Val Leu Leu Glu Ser Asn lie Lys Val Leu Pro Thr Trp Ser Thr Pro 
355 360 365 



Val His 
370 



